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Michael M. Hansen - Publications

Prior to 2013 second authorship of publications indicates senior authorship. From = 2013 I have
adhered to the common practice of indicating senior authorships by being last author.
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highly cultivated landscapes. Frontiers in Ecology and Evolution, 10, 783027.
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Hohenlohe, P., Kane, N. C., Kelley, J. L., Kinziger, A. P., McKenzie, V. J., Moreau, C. S.,
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P.E. (2019). Interbreeding between local and translocated populations of a cleaner fish in an

experimental mesocosm predicts risk of disrupted local adaptation. Ecology and Evolution, 9, 6665-
6677.

125. Skaala, @., Besnier, F., Borgstrom, R., Barlaup, B.T., Servik, A.G., Normann, E., Ostebg, B.I.,
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